
miRBase precursor : ath-MIR156b
Total read count : 24
ath-miR156a read count : 4
ath-miR156b read count : 4
ath-miR156c read count : 4
ath-miR156d read count : 4
ath-miR156e read count : 4
ath-miR156f read count : 4
remaining reads : 0

5'GCUAGAAGAGGGA
GAGAUGG

UGAUUGAGG
AAUGCAACAGA

GA
AAACUGA

CAGAAG
AGAGU

GAGCA
CAUGCA

GGCA
CUGUUAU

GUGUCUAUAACUUUGCGUGUGCGUGCUCACCUCUCUUUCUGUCAGUUGCCUAUCUCUGCCUGCUUGACCUCUCUCUCUCUCUCUCUCUCUCAAAUUUGGCU3'

freq.

length

1

0.75

0.5

0.25

0

ath-miR156e

ath-miR156a

ath-miR156d

ath-miR156f

ath-miR156b

ath-miR156c

gcuagaagagggagagauggugauugaggaaugcaacagagaaaacugacagaagagagugagcacaugcaggcacuguuaugugucuauaacuuugcgugugcgugcucaccucucuuucugucaguugccuaucucugccugcuugaccucucucucucucucucucucucaaauuuggcu -3'5'- exp

(((((((((((((((((.((.((..((((...(((.((((((.(((((((((((((((((((((((..(((.(((..((((((....))))))..))).)))..))))))).))))).))))))))))).....))))))..)))....))))..)).)).)))))))))))....)))))). reads mm sample

...............................................gacagaagagagugagcac..................................................................................................................... 4 0 seq


