
Provisional ID : chr2_12561
Score total :          2
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        2.3
Score for randfold :        1.6
Score for cons. seed :       -0.6
Total read count :         67
Mature read count :         54
Loop read count :         13
Star read count :          0

5'
A C U U U U C A C A U C G G U UCAG U

C A
G C

C
A A C C G A U G U G A A A UG U A

UACCUUUCACAUCGGUUCA
GU

CA
AC

C
AACCGAUGUGAAAAGU

AU
3'

freq.

length

1

0.75

0.5

0.25

0

1

Mature

25 64

Star

87

ccaacugacgugaaauguacacuuuucacaucgguucagucagccaaccgaugugaaauguauaccuuucacaucgguucagucaaccaaccgaugugaaaaguauacauuuca -3'5'- exp

..........(((((((((.((((((((((((((((..((..((.(((((((((((((.(....).)))))))))))))..))..)).)))))))))))))))).))))))))) reads mm sample

...........gaaauguacacuuuucacaucggu............................................................................... 2 0 seq

................guaUacuuuucacaucgguucagu.......................................................................... 2 1 seq

....................acCuuucacaucgguucagucagc...................................................................... 6 1 seq

....................acuuuucacaucgguucagucagc...................................................................... 45 0 seq

....................acAuuucacaucgguucagucagc...................................................................... 3 1 seq

.......................uuucacaucgguucagucagc...................................................................... 6 0 seq

..........................cacaucgguucagucagccaaccg................................................................ 5 0 seq

......................................................gaaaAguauaccuuucacaucggu.................................... 1 1 seq

......................................................gaaauguauaccuuucacaucggu.................................... 4 0 seq

...........................................................guauacUuuucacaucgguucagu............................... 2 1 seq

...............................................................accuuucacaucgguucagucaGc........................... 6 1 seq


